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3 <110> APPLICANT: CINES, Douglas B 

4 HIGAZI, Abd Al-Roof 

6 <120> TITLE OF INVENTION: COMPOSITIONS AND METHODS FOR MODULATING MUSCLE CELL AND 

7 TISSUE CONTRACTABILITY 

9 <130> FILE REFERENCE: 9596-331 

C--> 11 <140> CURRENT APPLICATION NUMBER: US/09/880,503 

C--> 12 <141> CURRENT FILING DATE: 2001-06-13 

14 <150> PRIOR APPLICATION NUMBER: US 60/212,847 

15 <151> PRIOR FILING DATE: 2000-06-20 
17 <160> NUMBER OF SEQ ID NOS : 18 
19 <170> SOFTWARE: Patentln Ver. 2.1 

21 <210> SEQ ID NO: 1 

22 <211> LENGTH: 88 

23 <212> TYPE: PRT 

24 <213> ORGANISM: Homo sapiens 
26 <400> SEQUENCE: 1 
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46 <210> SEQ ID NO: 2 

47 <211> LENGTH: 47 

48 <212> TYPE: PRT 

4 9 <213> ORGANISM: Homo sapiens 

51 <400> SEQUENCE: 2 

52 Ser Asn Glu Leu His Gin Val Pro Ser Asn Cys Asp Cys Leu Asn Gly 

53 1 5 10 15 

55 Gly Thr Cys Val Ser Asn Lys Tyr Phe Ser Asn lie His Trp Cys Asn 

56 20 25 30 

58 Cys Pro Lys Lys Phe Gly Gly Gin His Cys Glu lie Asp Lys Ser 

59 35 40 45 

62 <210> SEQ ID NO: 3 

63 <211> LENGTH: 411 

64 <212> TYPE: PRT 

65 <213> ORGANISM: Homo sapiens 
67 <400> SEQUENCE: 3 

6 8 Ser Asn Glu Leu His Gin Val Pro Ser Asn Cys Asp Cys Leu Asn Gly 

69 1 5 10 15 

71 Gly Thr Cys Val Ser Asn Lys Tyr Phe Ser Asn lie His Trp Cys Asn 
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